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VI-1 Introduction

The number of HIV-2 and SIV sequences is growing much more
slowly than for HIV-1, particularly for sequences of complete
or near-complete genomes. In selecting the set of sequences
to present here, we eliminated some sequences derived from
the same sample, patient, or isolate. We further omitted a few
that were very closely related. Within each of the protein align-
ments, we have included a slightly different set of sequences,
drawing on both genome-length and subgenomic fragments in
order to best represent viral diversity. Thus for HIV-2, we se-
lected A and B genomes and subgenomic fragments that best
represent the diversity of the virus in that region. We also in-
cluded a single AB recombinant and both genomes available
from other HIV-2 groups (G and U).

In these alignments, as in the database, we label sequences
according to their native host. Thus, transfers of SIVsmm into
humans have produced HIV-2 groups A through G. Uninten-
tional transfers of SIVsmm into captive macaques are named ac-
cording to the receptive host (Rhesus macaques = mac, Stump-
tailed macaques = stm, and Pig-tailed macaques = mne). How-
ever, intentional, experimental cross-species transfers of virus
remain labeled as being from the original host (e.g., HIV-1 in-
jected into a chimpanzee is labeled HIV-1, not SIVcpz; and
SIVsmm injected into a Rhesus macaque is labeled SIVsmm,
not SIVmac).
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HIV-2/SIV Proteins Annotated features

VI-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag p15 start Gag 1 369)
pl5 Gag 135 369)
p27 Gag 136 369)
p27 Gag 364 3711
p2 Gag 365 3711
p2 Gag 381 3711
p8 Gag 382 371
p8 Gag 433 371
pl Gag 434 371
pl Gag 447 371
p6 Gag 448 3711
PTAP motif Gag 458-461  [371
PSAP in HIV-2 B, U Gag 476-479 P71
p6 end Gag 510 3721
Gag end Gag 510 3721
Pol p15 start (-1 from Gag) Pol 1 3731
pl5 Pol 67 3731
protease Pol 68 373
protease Pol 166 374]
p51 RT start Pol 167 374]
D catalytic site Pol 276 374]
DD catalytic site Pol 351 3751
p51 RT end Pol 605 3761
p15 RNase H start Pol 606 3761
p15 RNase H end Pol 725 3771
p31 Integrase start Pol 726 377
p31 Integrase end Pol 1018 370!
Pol end Pol 1018 379)
Vif start Vif 1 330)
Vif end Vif 214 331
Vpx start Vpx 1 3821
Vpx end Vpx 112 3821
Vpr start Vpr 1 383l
Vpr end Vpr 101 383
Tat start Tat 1 384]
T exon 1 end Tat 99 384]
E exon 2 start Tat 100 384
@A Tat end Tat 130 384]
< Rev start Rev 1 3851
—aU exon 1 end Rev 24 E
o) exon 2 start Rev 25 85
2 Rev end Rev 107 385
Env start Env 1 3861
signal peptide end Env 22 3861
gp120 start Env 23 3861
V3 Env 311344 [387}
gp120 end Env 525 389
gp41 start Env 526 3801
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Feature Protein Location Page
Env end Env 879 391]
Nef start Nef 1 3921
R17Y mutation Nef 17 392
max HIV-1 similarity Nef 153-182 3921
premature stop in Mac239  Nef 93 3921
normal Nef end Nef 262 3931

VI-3 Sequences

Sequences included in the HIV-2/SIV protein alignments.

Name Accession  Proteins Author Reference
MAC.US .x.239 M33262 All Kestler, H. Science 248(4959):1109-1112
(1990)
H2A.IN.NNVA.NEW EU980602  All Desai Unpublished
H2A.GM.x.MCR35 AY509260, All Schmitz, C. J Virol 78(4):2006-2016 (2004)
H2A.IN.95.CRIK_147 DQ307022  All Santhosh, C.V. ARHR 24(10):1315-1317 (2008)
H2A.CIL.88.UC2 U38293 All Barnett, S.W. Virology 222(1); 257-61 (1996)
H2A.DE.x.BEN M30502 All Kirchhoff, F. Virology 177(1):305-311 (1990)
H2A.DE.x.PEI2 U22047 All Kraus, G. ARHR 14(1); 65-77 (1998)
H2A.GH.x.GH1 M30895 All Hasegawa, A. ARHR 5(6):593-604 (1989)
H2A.GM.87.D194 104542 All Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
H2A.GM.x.ISY J04498 All Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
H2A.GM.x.MCN13 AY509259 All Schmitz, C. J Virol 78(4):2006-2016 (2004)
H2A.GW.86.FG J03654 All Zagury, J.F. Proc Natl Acad Sci USA
85(16):5941-5945 (1988)
H2A.GW.87.CAM2CG D00835 All Tristem, M. J Gen Virol T2(PT 3):721-724
(1991)
H2A.GW.x.ALI AF082339|  All Azevedo-Pereira Unpublished
H2A.GW.x.MDS 748731 All Becker Unpublished
H2A.SN.85.ROD M15390 All Clavel, F. Nature 324(6098):691-695 (1986)
H2B.CI.88.UC1 1L.07625 All Barnett, S.W. J Virol 67(2):1006-1014 (1993)
H2B.CI.x.EHO U27200 All Rey-Cuille, M.A. Virology 202(1):471-476 (1994)
H2B.GH.86.D205 X61240 All Dietrich, U. Nature 342(6252):948-950 (1989)
H2B.JP.01.KR020 AB100245  All Kusagawa, S. ARHR 19(11):1045-1049 (2003)
H2G.CI.92.ABT96 AF208027,  All Brennan, C.A. ARHR 13(5):401-404 (1997) "
H2U.FR.96.12034 AY530889, All Damond, F. ARHR 20(6):666-672 (2004) ‘%
H2AB.CI1.90.7312A 136874 All Gao Unpublished o
H2AB.CM.03CM_510_03.NEW [EU028345  All Yamaguchi, J. ARHR 24(1):86-91 (2008) ;
MAC.US.x.MAC239_87082 AY600249  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004) I7g
MAC.US.x.251_1A11 M76764 All Marthas, M.L. J Med Primatol 18(3-4):311-9 R
(1989) =
MAC.US.x.251_32H_PJ5 D01065 All Rud, E.W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:

229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509260
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY600249
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065

L
<
N
~
L
<
Y
=
Q
—
@.
>
wn

HIV-2/SIV Proteins

Sequences

Name Accession Proteins Author Reference
MAC.US.x.251_BK28 M19499 All Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US .x.17ECI AY033233] All Anderson, M.G. Virology 195(2):616-626 (1993)
MAC.US.x.17EFR AY033146/ All Flaherty, M.T. J Virol 71(8):5790-5798 (1997)
MAC.US x.1937 AY611495 All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.2065 AY611493] All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.80035 AY611486/ All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.81035 AY599200, All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.85013 AY611490, All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92050 AY603959, All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.92077 AY599201 All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93057 AY611492) All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93062 AY607704) All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95058 AY611494)  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95086 AY607703  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95112 AY588946/ All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96016 AY607701  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96020 AY611488  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96072 AY611491)  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96081 AY597209, All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96093 AY611489 All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96114 AY588945 All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.96123 AY611487  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96135 AY607702  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97009 AY599199, All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97074 AY599198  All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.MM142 Y00277 All Chakrabarti, L. Nature 328(6130):543-547 (1987)
MAC.US .x.r80025 AY576480, All O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.r90131 AYS576481| Al O”Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.SMM142B BD131285  All Alizon, M. Patent: JP 2002030099-A 2
29-JAN-2002; INSTITUT
PASTEUR
MNE.US.82.MNE_8 M32741 All Kimata, J.T. J Virol 72(1):245-256 (1998)
MNE.US.x.MNEO027 U79412 All Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.SL.92.SL.92B AF334679 All Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.x.F236_H4 X14307 All Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 All Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ14_15 L.03295 All Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US .x.PBJA M31325 All Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PBJ_143 M80193 All Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ_6P6 109212 All Novembre, EJ. J Virol 67(5):2466-2474 (1993)
SMM.US.x.PGM53 AF077017,  All Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 All Hirsch, V. J Virol 71(2):1608-1620 (1997)
STM.US.x.STM M83293 All Novembre, E.J. Virology 186(2):783-787 (1992)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033146
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611495
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611493
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611486
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611490
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY603959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599201
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611492
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607704
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611494
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588946
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607701
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611488
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611491
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY597209
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611489
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611487
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607702
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599199
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599198
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576481
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=BD131285
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L03295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80193
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L09212
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
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p27vp2 p2Np8 p8vpl plﬂpﬁ PTAP motif PSAPin HIV-2 B, U
MAC.US.x.239 GLGVNPTLEEMLTACQGVGGPGQKARLMAEALKEALAPVPIPFAAAQQR. . GPRK. PIKCWNCGKEGHSAROCRAPRROGCWKCGKMDHVMAKCPDROAGFLGLGPWGKKPRNFPMAOVHOGLMPTAPPEDPAVDLLKNYMOLGKOOREKORE .............. SRE

H2A.IN.NNVA NEW Y G- --EK---Q-RK- - -QRERPYKEVTE . DLLHLEQG-
HIA QMo MCR35.AY509260 - - K R -DLLHLEQG-
H2A'IN.95.CR - -DLLHLEQGG
hA CLea 000 138293 - DLLHLEQG-
H2A DE.x.BEN.M30502 --M LLHLEQ- -
H —-M-- HLEQG-
H2A.GH x.GHI.M30895 R VI DLLHLEQGK
H2A.GM.87.D194.704542 —-M-- DLLHLEQG-
H2A.GM x.ISY.J04498 R VI DLLHLEQG-
H2A'.GM x. MCN13.AY509259  ---M-- DLLHLEQG-
H2A.GW.86.FG.J03654 e 2 M DLLRFEQA-
H2A GW.87.CAM2CG.D00835 - - -M- - LLUIRL DLLHLEQG-
H2A.GW.x. ALLAF082339 o-M-- LR --PG- - - -DLLHLEQG-
H2A.GW.x.MDS.Z4 JR Y M LLUIR. < TG-I------ <-V---p-- Q! -DLLHLEQGK
H2A SN.85.ROD.M15390 S-M-- RRRR --PG- - <-P-- [T A EK---Q--R- - -QRERPYKEVTE . DLLHLEQG-
H2B.CI.88.UC1.L07625 S-M-- -1 - - - - -- <-P--VT-S- - -M- - -EGMTPRGATPSAPPADPAV - MLKS YMKMGRQQRE - - -
H2B.CI.x.EHO.U27200 M I . . -AP--TV-5- - -MN- - FGMTPQGAIPSAPPADPAE - MLKNYMQLGKKQKEN- -
H2B.GH.86.D205.X61240 R 1 -V--K. [ AGKRGTVT- - --P--VT-5- - -MN- -EGMTPRGATPSAPPADPAV - MLKS YMQMGRQQRE - - -
H2B.JP.O1.KRO20.AB100245 - --M-ccmmncemmnan I -V---. . AGKRGAVT - - --QG-I-5---E-- -AP--IL-5- - -MN- - ENMTPQGAMPSAPPADPAV - MLKDYMQLGRKQKGG - -
H2G.CL92.ABT96.AF208027 - -M-==---=ccnm-n X -K.T-GKRST- - <-PG-I-----E--- T Q-N
H2U.FR.96.12034.AY530889 == -M-==---=ccom-n 1 G- - -R -VR - - . AE------ TPTAPPADPAVDLLKSYMQQGKK. . . . QKEN- -
H2AB.CL.90.7312A.1.36874 ---PH- . RGTVT------G- - --PG- - - -P-EIV-S- - -MNT-EGKTHQGAIPSAPPADPAV - MLKS YMQLGKQQREKQG
H2AB.CM.03CM_510_03.NEW - -M------cuunmnn G [ K ARRREIVTIII G--Tene-Kemmmmmmeeman QG-T-S---E--Vommmmmmmmemaeea T--P--VT-S- - -MN- - EXMTPQGVTPSAPPADPAV - MLKSYMQMGKQQRE - - -

AC.US.x.MAC239
.US.x.251

AC.US.x. %51 32H

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490 R e R et e R T T
AC.US.X.92050.AY 6003050 - - ccmmmmmm oo e e e e e e e e e e e e e e eeemmeeeseensesss, L i e

AC.USx190131.AY576481 --
AC.USX.SMM142B.BD131285- - -
MNEUS82MNE = ---M--
MNE.US.x.MNE027.U79412  ---M--

SMM.SL.92.SL92B.AF334679  ---M--
SMM.USx.F236 cocMeeiii i R-DQL----V--K.. Q
S MUSXH9 M80194 - - .
SMM.USx.PBJ14 ~  ---I--

SMM.US.x.PBJAM31325 ~ ---I--

S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US .x.SME543.U72748

S

TM.US.x.STM.M83293

ZRE:

HIV-2/SIV Proteins

geo

o000

N N N N N N N N N N N N N N N N N N N Y VS VN NV VN

o0
o goN=NeNeNeNoNoNe Yo RN RGN N NI I NG G NC NC NCICNC NC NCC G NG

SuI0IJ ATS/T-ATH



cLE

6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

p6 end
Gag encf\
MAC.US x.239 KPYK.EVTEDLLHLNSLFGGDQ*
2A.IN.NNVA.NEW A-CG.-T------------ K-L-
2A.GM.x.MCR35.AY509260 - -
2A.IN.95.CRIK

2A.CI.88:UC2.U32(§)293

2A.GW.86.FG.J03654
2A.GW.87.CAM2CG.D00835
2A.GW.x. ALLAF082339
JA.GW.x.MDS.Z4873
2A.SN.§5.RODM15390
H2B.CI1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B_.JP.01.KR020.AB 100245
H2G.CL92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
H2AB.CI.90.7312A.L.36874
H2AB.CM.03CM_510_03.NEW
AC.US.x.MAC239

.US.x.251
AC.US.x.251_32H
S.x.251
AC.US.x.17EC1.AY (033233

AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495

AC.US X951 12/AY 588946
AC.USx.96016.AY607701
AC.US.X.96020.AY611488

AC.US'x.96135.AY607702
AC.US.x.97009.AY 599199

AC.USx190131.AY576481 .

C.USX. .

AC.US'x.SMM142B BD131285- - -
MNE.US.82.MNE B
MNE.US.X MNE027.U79412 ===, --A--==zzc----F---
SMM.SL.92.SL92B.AF334679 R---.==---==<---=-<E---
SMM.US x.F236 - DN S
SMM.US x.HI.M80194 S -
SMM.US x. SO TIIIIIIIIIIIIIEN
SMM.US x PBJA.M31325 - S -
SMM.US x.PBJ - SN S
SMM.US x.PBJ R
SMM.US x PGM53.AF077017 R
SMM.US x.SME543.U72748 R
STM.US.x.STM.M83293 T e E---

SuI0IJ ATS/T-ATH

gen



6007 wnipuadwo)) duanbag ATH

€LE

MAC.US x.239
2A.IN.NNVA.NEW
2A.GM.x.MCR35.AY509260

2AIN

.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%A .GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390
2B.CL.88.UC1.L07625
2B CI.x.EHO.U27200

B.GH.86.D205.X61240
2B.JP.01.KR020.AB100245
H2AB CIL.90.73 12A L36874
B.CM.0O3CM_5
H2G.CI.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

NE.US. 82 MNE
NE.US.x.MNE027.U79412

M.SL.92.SL92B.AF334679

M.US.x

.F236
M.US.x.H9.M80194

M.US.x
US.x

ZRE:

x l7EC 1.AY033233

U M142.Y00277
X, r8002§ AY576480

M.US.x.PBJA.M31325
.PBJ

.US.x.PBJ
M.US.x.PGMS53.AF077017
M.US.x.SME543.U72748

TM.US.x.STM.M83293

}’ol p15 start (-1 from Gag)

FFRPWSMGKEAPQFPHGSSASGADANCSPRGPSCGSAKELHAVGQAAERKAER. . . . .

DGPP------L-R-PNPA--NT-ST-N-S5-S-PIG-IY-AREK--GAERETIQ
-——BGPP- --L-R-P- PA-—NT ST- SRS S PTG IY ARKKTK-TERETIQ

-PVG-IY-AREK---AEGETIQG
TG-V- -AREKT - -AETKTIQ
-ARKKTK TERETIQ

-A-EK-K- EREA
PTG IY AREK - -GAERETIQ

D GSA--NT-ST-SRS-S
---TGPL- --L-R-P-SA---T-ST-5-5-5--TG-IY-AREKT--AERETIQ

<=-VRTL----S-L--DP----S-TI-T-D---R-HDTSGGDTIC - PC-SSSGDAEKLHEDGETAEREP- - T+ - . == - === === === =c ===
---VRPL----5---R.PGTP-DS-I-A-DE--IRHDTSGCDSICTPC - SSRGDAKELHATREEAEGE - - - T~
---VRTL----5-L--DP----S-TI-T-DE--R-HDTSGGDTIC- PC-SSSGDAEKLHADGETTEREP- - T-
. PL----S L-CSP-TP-DT-I-TTNE- -REHDTSGCNAIC - PC-SSSGDVEGLHAAREKAERG-G-T-

---A-TL----S-L---P----DS-I-A-DEH-R-QDTSGSDTIC-PC-SGSGDAEKLHATREAAEREAG- -
10_03.NEW -- -VRTL- ---S-L--DPG---S-TI-T-DE--RXHDTSGGDTIC-PC-SSSGDAEKLHADGETTEREP--T-

<--V-TL----S-L--DP-P--S-SISTTD- - -SRPTE- - - - X-EE-KG

HIV-2/SIV Proteins

pl Mrotease

......... KQREALQ . GGDRGFAAPQFSLWRRPVVTAHIEGQPVEVLLDTGADDSIVTGIELGPHYTPKIVGGIGGFINTKEYKNVEIEVLGKRIKGTIMTGDTPINIFGR
.GPTAPRAG-ST-R.
.GLTAPRAG-STI-.
.GPTAPRAG-GT-R.
.RLTAPRAG-DTS-.

GLTAPRAGGDTI - GATN- - L

1od

SuI0IJ ATS/T-ATH



bLE

6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

proteasevp51 RT start

MAC.US x.239
2A.IN.NNVA.NEW
2A.GM.X. MCR35 AY509260
2A.IN.95.CR

2A.CL88. UC2 U38293

2A DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194. J04542
2A.GM.x.ISY.J04498
2A.GM.x. MCN13.AY 509259
2A GW.! 86 FG.J03654
A.GW.87.CAM2CG. D00835
2A GW.x.ALL AF08233
2A.GW.x.MDS. Z487’§]
2A.SN.85.ROD.M15390
2B.CL.88.UC1.L07625
2B.CI.x. EHO.U27200
2B.GH.86.D205.X61240
2B.JP.01.KR020.AB100245
H2AB CIL.90.73 12A L36874 I NT
B.CM.03CM_510_03.NEW -I-NTX-

H2U.FR.96.12034.AY 530889
AC.US.x.MAC239

.US.x.251
AC.US .x. %51 32H
AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

MNE.US. 82 MNE
MNE.US.x.MNE027.U79412
SMM.SL.92.SL92B.AF334679
SMM.US x.F236

S MUSXH9 M80194
SMM.US.x

SMM.US x PBJA.M31325
S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
S

TM.US.x.STM.M83293

ZR=

H2G CL.92.ABT96.AF208027  -I-VK---

T

SL-Ve-I--T--K---
L-V--I--1

R

D catalytic site

NLLTALGMSLNFPIAKVEPVKVALKPGKDGPKLKQWPLSKEKIVALREICEK.MEKDGQLEEAPPTNPYNTPTFAIKKKDKNKWRMLIDFRELNRVTQDFTEVQLGIPHPAGLAKRKRITVLDIGDAYFSIPLDEEFRQYTAFTLPSVNNAEPGKRYIYKVLPQGWKGSP

324

SuI0IJ ATS/T-ATH

1o0d



6007 wnipuadwo)) duanbag ATH

SLE

MAC.US x.239
2A.IN.NNVA.NEW

%A .GM.x.MCR35.AY 509260
2.

2B

£

“v LLNLNUNVNNN

T!

A.IN
A

M.SL.
M.US.
M.US.

M.US.
M.U
M.US.
M.US.
M.US
M.US
M.

Us.

.95.CRIK

7.
x 1SY.J044
M.x. MCN13. AY509259

GW.86.FG.J03654

2A GW.87 CAMZCG D00835
2A.GW.x.ALI.AFO8
2A.GW.x.MDS. Z487’§]
2A.SN.85.ROD.M15390
2B.CL.88.UC1.L07625
2B.CI.x. EHO.U27200

.86.D205.

.GH X61240
2B.JP.01.KR020.AB100245

H2AB CIL.90.73 12A L36874
B.CM.0O3CM_5

H2G CI.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

X.MAC239

S.x.251
X%Sl 32H

X.17EC1.AY033233

SX.85013.AY611490

.Xx.92050.AY 603959

NE.US. 82 MN]
NE.US .x. MNEOZ7 U79412

92.SL92B.AF334679
x.F236

x H9.M80194

x.PBJA.M3|325
x.PBJ

x.PBJ
X.PGM53.AF077017
X.SME543.U72748

x.STM.M83293

10_03.NEW

DD catalytic site
AIFOYTMRHVLEPFRKAN PDVTLVQYMDDI LIASDRTDLEHDRVVLOSKELLNSIGFSTPEEKFOKDPPFOWMGYELWPTKWKLOKI ELPQRETWTVNDIOKLVGVLNWAAOIYPGIKTKHLCRLIRGKMTLTEEVOWTEMAEAEYEENKII LSOEOEGCYYOEGKPLEA

HIV-2/SIV Proteins

494

1od
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9LE

6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

2A.IN.NNVA.NEW
2A.GM.X. MCR35 AY509260
2A.IN.95.CR

2A.CIL88. UC2 U38293

2A DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%ﬁ .GM.x.ISY.J04498

2A.SN.85.ROD.M 15390

2B.CL.88.UC1.L07625
2B.CI.x. EHO.U27200
2B.GH.86.D205.X61240
2B.JP.01.KR020.AB100245

H2AB CIL.90.73 12A L36874
B.CM.03CM_510_03.NEW

H2G CI.92.ABT96.AF208027

H2U.FR.96.12034.AY 530889

AC.US.x.MAC239
.US.x.251

AC.US.x. %51 32H

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

AC.USx190131.AY576481
AC.USx SMM142B.BD131285-
MNE.US.82.MNE

MNE.US.x.MNE027.U79412

SMM.SL.92.SL92B.AF334679
SMM.US x.F236

S MUSXH9 M80194
SMM.US.x

SMM.US x PBJA.M31325
S .US.x.PBJ

S .US.x.PBJ

SMM.US x.PGM53.AF077017
SMM.US.x.SME543.U72748
N

TM.US.x.STM.M83293

ZRE:

[ =l=Yotolo)l=Y=Yo Ry}

p51RT eniplS RNase H start

MAC.US x.239 TVIKSQDNQWSYKIHQEDKILKVG. KFAKIKNTHTNGVRLLAHVIQKIGKEAIVIWGOVPKFHLPVEKDVWEOWWTDYWQVTWIPEWDFISTPPLVRLVFNLVKDPIEGEETYYTDGSCNKQSKEGKAGYITDRGKDKVKVLEQTTNQOAELEAFLMALTDSGPKANIIV

so-Ve---R-R----
V----R---RM

SuI0IJ ATS/T-ATH

1o0d



6007 wnipuadwo)) duanbag ATH

LLE

pl5 RNase H endLIﬂI Integrase start

MAC.US.x.239 DSQYVMGIITGCPTESESRLVNQTTEEMIKKSELYVAWVPAHKGIGGNOE IDHLVSQGIRVLFL . EKTEPAQEEHDKYHSNVKELVFKFGLPRIVARQIVDTCDKCHOKGEATHGOANSDLGTHOMDC THLEGKI T TVAVHVASGF TEAEVIPQETGROTALFLLKLAG
2A.IN.NNVA NEW - - - . V- s s
2A'GM.x.MCR35.AY509260 -VA v E SH KL N - s

2A.IN.95.CRIK
2A.

‘GM.87.
DA GMX.ISY.J044

A GMAMCNIS. 509259
2A.GW.86.FG.J03654
DA.GWST CAVIRCG D008 35
DAGW.x.ALLAF08

R OWAMDS SASTAT
2ASN.85.ROD.M15390
2B.CL88.UCI.LO7625
2B.ClLx.EHO.U27200
2B.GH.86,D205.X61240
2B.JP.O1.KR020.AB 100245
HOAB.CLOOT31 AT 36874
B.CM.03CM_510_03.NEW -
H2G C1.92.ABT96.AF208027
H2U.FR.96.12034.AY530889 “T----A-Q---T--P--SK----L-R-EAV--Ge-nnncommmme- Voo s Eemeonnn- “lQH---I-
AC US X MAC239

S.x.251
AC,H X, %51 32H
AC.USx.T7EC1.AY033233

AC.U ‘x'SMM142B BD131285-
NE.US.82.MN] .-
NE U S 27 U79412
M.SL.92.SL92B.AF334679
M.US xF236
MUS CHOMS0194
XPBIAM31325
X.PBJ

£

x.PBJ
X.PGM53.AF077017
X.SME543.U72748

US.x.STM.M83293

US.
U.
US.
US.
US
US

“v VNNV

M.
M.
M.
M.
M.
M.
M.

T!

HIV-2/SIV Proteins

8

PELER AEARRRRRRRRRRERRE S
XV IRV ERVIVIVAVAVAVIVIV VAV R )

1od

SuI0IJ ATS/T-ATH



8LE

6007 wnipuadwo)) duanbag ATH

Sulsjoid AIS

MAC.US x. 239
2A.IN.NNVA.

2A.GM.x. MCR35 AY 509260
2A. g\l 85 RIK

.D!
2A. GH x.GH1,M30895
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
2A.GM.x IVII:%NU .AY509259

A
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALL.AF082339
2A.GW.x.MDS.748731
2A.SN.85.ROD.M15390

2B.CI.88.UC1.L07625

2B CLx.EHO. U27200
B.GH.86,D205.X61240

2B JP.01.KR020.AB100245

H2AB.CI1.90.7312A.1L.36874
H2AB.CM.03CM_510_03.NEW

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY530889
AC.US.x.MAC239
.US.x.251
AC.US.x.251_32H
X251
AC.]%JJh x.17EC1.AY033233

AC.US x.81035.AY 599200
AC.US.x.85013.AY611490

AC.US'x.96093.AY611489
AC.US.x.96114.AY588945

AC.US x.r80025. AY576480
AC.US.x.r90131.AY576481

<

NE.US.82.MNE
MNE.US.x.MNE027.U79412

92. SzlggZB .AF334679
x H9 M480194
x PB}A M31325

<t
£

17

SRR
C‘CICCICCJC

x.PBJ
x.PGM53.AF07701 7
M.US.x.SME543.U72748

TM.US.x.STM.M83293

S
S
S
S
S
S
S
S
S
S

AC.USx. SMM142B.BD131285-

OO0 COOOOOOOOOOSOOO S

QUG AN E BN LK D

RWPITHLHTDNGAN FASOEVKMVAWWAGIEHTFGVPYNPOSOGV\/EAMNHHLKNOIDRIREQANSVETIVLMAVHCMNFKRRGGIGDMTPAERLINMITTEQEIOFQOSKNSKFKN FRVYYREGRDQ LWKGPGELLWKGEGAVILKVGTDIKVVPRRKAKIIKDYGGGKE

I T e e e &
4>> A>H> PE>A>>B>IOS 00>

SuI0IJ ATS/T-ATH

1o0d



6007 wnipuadwo)) duanbag ATH

6LE

p31 Integrase end

Pol en(i
MAC.US x.239 VDSSSHMEDTGEAR . EVA*
2A.IN.NNVA.NEW ---GP-L-G-R- -

2A.GM.x.MCR35.AY509260 L- -G--L- GAR-
2A.IN.95.CRIK -GP-L-G-R-
2A.CL88.UC2. U"GZ(Z)293 P-L

Q!
LT
[l

o
>
Q
=<
tel
o<
SpLZ=s
5_&%’- g
2%
3
=3
=4
1%
W
=}
Ll

. 7. C
2A.GW.x.ALLAF082339
2A. x.MDS.7Z4873
2A.SN.85.ROD.M15390
2B.CI.88.UC1.L.07625
2B.CL.x.EHO.U27200

2B.GH.86.D205.X61240
2B.JP.01.KR020.AB100245

H2AB.CI.90.7312A.1.36874
H2AB.CM.03CM_510_03.NEW

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
AC.US.x.MAC239

US.x.251
AC.US.x.251_32H
S.x.251
AC.US.x.17EC1.AY (033233

AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495

It st sl =l 4

AC.USx.96016.AY607701
AC.US x.96020.AY61 1488

AC.US'x.96123/AY611487
AC.USX.96135.AY607702
AC.USx.97000.AY599199

&
2
=
=

C.US. Y57
AC.US x. SMM142B BDI31283’I- - -

NE.US.82.M --- -
.xAMNE027AU79412 Oy

M.SL.92.SL92B.AF334679

M.US.x.F236

M.US X .H9.M80194

SXPBJAM31325
X.PBJ

22
4
I
(e
@

x.PBJ
X.PGM53.AF077017
X.SME543.U72748

.US.x.STM.M83293

“v LNV

HIV-2/SIV Proteins

1od
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08¢

6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

Vifstart
MAC.US.x.239 MEEEKRWIAVPTWRIPERLE RWHSLIKYLKYKTKDLQKVCYVPHFKVGWAWWTCSRVIFPLOEGSHLEVOGYWHLTPEKGWLSTYAVRITWYSKNFWTDVTPNYADILLHSTYFPCFTAGEVRRAIRGEQLLSCCRFPRAHKYOVPSLQYLALKVVS .DVRSQGENPT
2A.IN.NNVA.NEW - “VeroooV-G-M- . K----V-- - -I-A--N-- - ©-D---S-I-G---A--- -KV-- -Q--- T--F---V--QQ.
%ﬁ ]GMxMCRSS .AY 509260 G-N--V V-G K \ H N I-A--N S-S DC--S-1 S K NY - F

N.95.CR
2A.CL88.UC2.U38293
2A DE.x.BEN.M30502

DA GH.x.GH1,M30895 <-ii-R-R--EE-R---- <oN-- HS- - - - - - TER- -
2A.GM.87.D194.704542 G-N--V-----V- “H---R----EE-R---- <oN-- K-------DC--5-T-----5--

-Q--- Q.
2A.GM.x.ISY.J04498 -Di - - -, - - - - - --EG- - - --T-I-----S-- - - - - _NDKP-RD-T-
2A.GM.x. MCN13.AY 509259 - - -. - - - - - - - - --S-I-----S-- - .ND P-RNGTP
2A.GW.86.FG.J0365 -. -----R--- - --N-- - R KY -
2A.GW.87.CAM2CG.D00835
2A.GW.x.ALLAF082339

S.
2A.SN.85.ROD.M 15390
H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245
H2G.CL.92.ABT96.AF208027

H2AB CL.90.7312A.1.36874
B.CM.03CM_510_03.NEW

H2U FR.96.12034.AY 530889
AC.US.x.MAC239

.US.x.251
AC.US .x. %51 32H
AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

AC.USx190131.AY576481
AC.US X SMM142B.BD131285-
MNE.US.82.MNE

MNE.US.x.MNE027.U79412

SMM.SL.92.SL92B.AF334679
SMM.US x.F236 -

S MUSXH9 MB0194  -----
SMM.US.x.PBJ14 ~  -----
SMM.US .x.PBJA.M31325

S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
S

TM.US.x.STM.M83293

ZRE:
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18¢

MAC.US x.239
2A.IN.NNVA.NEW
2A.GM.X. MCR35 AY509260
2A.IN.95.CR

2A.CL88. UC2 U38293

2A DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%ﬁ .GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390
H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245
H2G.CL.92.ABT96.AF208027
H2AB CL.90.7312A.1.36874

H2U FR.96.12034.AY 530889
AC.US.x.MAC239

.US.x.251
AC.US.x. %51 32H
AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

MNE.US. 82 MNE
MNE.US.x.MNE027.U79412
SMM.SL.92.SL92B.AF334679
SMM.US x.F236

S MUSXH9 M80194
SMM.US.x

SMM.US x PBJA.M31325
S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US .x.SME543.U72748
S

TM.US.x.STM.M83293

ZRE:

B.CM.03CM_510_03.NEW

Vif end

WKQWRRDNRRGLRMAKQNSRGDKQRGGKPPTKGANFPGLAKVLGI LA*

R--R---Y-----L-REDG-
Y -

R----=-Y-----L-R-D--SY--
R----==Y-----V-R-D---L-

R--R---Y-A---L-R-D--SH--
R--R---Y-----[---D--SH--

R--R--N---SI-L-RK-NNRAQ-
R--R--NS---I---RD-I-T5SQ-
R--R--NS--SI-L-RK-NNRAQ-
R--R--N---SI---RK-NNRAQ-
R--R-G-----I---RK--XR-Q-

R---S---I---RK-NSRTQ-
R--N- - -SI-X-RK-NNRAQ-
R--NC- - - FQL-RK-CERYQ-

R

mo

SH- -
SH

R--R-G-Y-------R-D---Y--

--SES-AQ--H-

GSSQ-LAPRTH
SSSQSLAQ-TY----- E.
G5-Q-FAPRTY-----E-
SSCQSSAQ-TY- -

DSSQSF-Q--Y--
GSSQ-FAPRTY- -
GSSQ-LAPRTH- - :
GSSATSSQ-TY-- -~~~ Aeeee

R----- G--GSI-V-T--G--H-P--S--S-E-TD---ccmnun---

HIV-2/SIV Proteins
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su1doid AIS/C-AIH

Vpx start Vpx end

MAC.US x.239 MSDPRERIPPGNSGEETIGEAFEWLNRTVEEINREAVNHLPRELIFOVWQRSWEYWHDEOGMSPSYVKYRYLCLIQKALFMHCKKGCRCLGEGHGAGGWR PGPPPPPPPGLA%
2A.IN.NNVA NEW -T <-E----A- -G - - <--G---G----.S--L- WV -

24 GV MCR35.AY509260 N--D--I-A R M R--T---G

JAIN.95.CR

A OLRa 00 138293

2A.DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%ﬁ .GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390

H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240

H2B.JP.01.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

H2AB.CM.03CM_510 03.NEW KM- - V- -A-- .- L-M---M-V-YT---T-
H2AB.CLY0.7312A.L36874 K v-L - O S i SR [ M-V-FA---T--RG---

AC.US.x.MAC239
.US.x.251

AC.US .x. %51 32H

AC.USx.T7EC1.AY033233

]
Q
E
e}
>
£
[
A
Q
v)
>
=3
oo
jo )
wn
> DDVVIDVI0I>00D0

[ <<<<<<<<<<<<<<

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

MNE.US. 82 MNE
MNE.US.x.MNE027.U79412
SMM.SL.92.SL92B.AF334679
SMM.US x.F236

S MUSXH9 M80194
SMM.US.x

SMM.US x PBJA.M31325
S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
S

TM.US.x.STM.M83293

ZRE:

¥
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AC.US.x.239

2A.IN.NNVA.NEW
2A.GM.X. MCR35 AY509260
2A.IN.95.CR

2A.CL88. UC2 U38293

2A DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%ﬁ .GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390
H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245
H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY530889
H2AB.CI.90.7312A.1.36874 - -- --
H2AB.CM.03CM_5 lO_OS,NEW - —X— R R SR

AC.US.x.MAC239
.US.x.251

AC.US.x. %51 32H

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

NE.US. 82 MNE
NE.US.x.MNE027.U79412
M.SL.92.SL92B.AF334679
M.US.x.F236
M.US.x.H9.M80194
M.US.x
M.US .x. PBJA.M31325
.US.x.PBJ
.US.x.PBJ
M.US.x.PGMS53.AF077017
M.US.x.SME543.U72748

ZRE:

TM.US.x.STM.M83293

Vpr start

MEERPP. ENEGPOREPWDEWVVEVLEELKEEALKHFDPRLLTALGNHIYNRHGDTLEGAGELIRILORALFMHFRGGCIHSRIGOPGGGNPLSAIPPSRSML*
R

-P---G----I-I-R-I-----R -RY--
G---1 K Y-H

HIV-2/SIV Proteins

Vpr end

K---L---H--T--
--I---S--A--
I -

-------------- Re-nmemmmneeAT---T-GV-

adp

SuI0IJ ATS/T-ATH



1219

6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

Tat start exon 1 end exon 2 start Tat end
~ ~~ =~

MAC.US x.239 METPLREQENSLESSNERSSCISEADASTPESANLGEEILSQLYRPLEACYNTCYCKKCCYHCQFCFLKKGLGICYEQSRKRRRTPKKAKANTSSASNKPISNRTRHCQPEKAKKETVEKAVATAPGLGR*
H2AINNNVANEW ... KVP- s--»-c -PF-HT- o VA- o -V-QE- DRKGR- - - -R--T--HP--TPD-S--T---NS-T--EQ-K-L-TT-D-DL-P--
’%ﬁ ]GMgg gICRSS .AY 509260 K M-Y--P---T--R-VGSQ-L-K T--HS T--GNS----KQ-K-L
H2A CL.88.UC2.U38293
H2A DE.x.BEN.M30502 Eg-
H2A.GH x.GHI.M30895 KQ-
H2A GM.87.D194.J04542 -KQ- - B TR
H2A.GM x.ISY.J04498 -Q- “T--GNS-T--KQ-K-LGTTLEAD- - ----
H2A.GM.x.MCN13.AY 509259 KQ- -T--GNS--»-KO |( L- TTLE--R» -
H2A .GW.86.FG.J03654 RQ- B o
H2A.GW.87.CAM2CG.D00835 K- - -
H2A .GW.x. ALLAF082339 KQ- --HS- T s
H2A.GW.x MDS.Z4 RQ- -- -RKG! -- “T--GNS-T--KQ-K-L-AT-E-DL-P---
H2A SN.85.ROD.M15390 RO- - “THP-PTPD-3--T--GD3--T-KQ-K---AT-E-DT-P---
H2B.CL.88.UC1.L07625 -Q- --..S5-R--VTA----DESL-AN-GDS- -T-KQ-TK- -TKGL-DL-P- - -
H2B.CL.x.EHO.U27200 - -R-- ..SS-R--TT----P-ESL-A--GDS--T-KQ-KE--TTR--DL-P--S
H2B.GH.86.D205.X61240 “PVVN-QGLD-Q- -..SA-R--TTAP--PD-SL-A--GDS--T-KQ-KE--TTGT-D--P-- -
H2B.JP.01.KR020.AB 100245 -EG-N-RGLD-Q- - --..SS-R--VTAPT---ESL-T-A-DG--A-KQ-KE--TTRT-D- - - - - s
H2G.CL.92.ABT96.AF208027 -ETVDA-GLEGTQA -P-R--.----T---SF----ES--A---NX- -K-Kx- -K- -TK---DL--- - -
H2U.FR.96.12034.AY 530889 -G-VG-QG--AA- - --YS AP---SL--G--NS--KEK*-KAL-T----DL .....
H2AB.CL.90.7312A.1.36874 --I- ---VVN-QGLD-Q- - STA----- SV-T---NS--T-KQ-KE--TTG--DL-P--S
H2AB.CM.03CM_510_03.NEW --I--QG--S--K--S-P--ST--PVVD-QG-DSQ------ Xennn- K--N-K-- - R——TTA P- PD S--T---DS--A-KQ-KE--TTGT-DL-P---

AC.US.x.MAC239

AC.US.x.251

AC.U x25132H

AC.USx.251

M]
M

S
S
S
S
S
S
S
S
S
S

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

NE.US. 82 MNE
NE.US.x.MNE027.U79412
M.SL.92.SL92B.AF334679
M.US.x.F236
M.US.x.H9.M80194
M.US.x
M.US.x. PBJA.M31325
.US.x.PBJ
.US.x.PBJ
M.US.x.PGMS53.AF077017
M.US.x.SME543.U72748

ZRE:

TM.US.x.STM.M83293

v
<-V-A--GL--QE----W------- E-C-K-Feemmnnnn- L--VT---=-T--R--R-..VK----
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MAC.US x.239
2A.IN.NNVA.NEW
2A.GM.X. MCR35 AY509260
2A.IN.95.CR

2A.CL88. UC2 U38293

2A DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%ﬁ .GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390

H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245

G.CI1.92.ABT96.AF208027
H2U.FR.96.12034.AY530889
H2AB.CI.90.7312A.1.36874

AC.US.x.MAC239
.US.x.251

AC.US.x. %51 32H

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

MNE.US.82.MNE

MNE.US.x.MNE027.U79412
M.SL.92.SL92B.AF334679
M.US.x.F236
M,US,X.HQ.M80|94

S

S

S

SMM. US x ‘PBJA.M31325
S x.PBJ

S

S

S

S

M.US.x.SME543.U72748
TM.US.x.STM.M83293

Rev start exon 1 end exon 2 start Rev end
~ ~~ =~

MSNHEREEELRKRLRLIHLLHOTNPYPTGPGTANQRRQRKRRWRRRWOOLLALADRIYSFPDPPTDTPLDLAIOOLQNLAIESIPDPPTNTPEALCDPTEDSRSPOD*
-TERAG- - GPERK- - - -R- <--Q-----R---N-R- -
GRAD RK L---S---N-

.NSNQGLAET -
.TQ-LAETQ
ISSEGTDSNQ- LAKN-
-SPESTNSNQ LAEA-

-NERAD- -
-TTR-KD. .
-NAR--D..
-TAR-GD. .
-TTR-KD. .

4
TR 00000000 IO M.
Lottt st et wad et sl ek

---P-EG.. - <--N-R----Q--L-I- B -G---QDL-
“TAR-KD. .-Q-G1-- -Q- -N-R---K--GL-I- -HPL-NS-AEE-

<-=--RR----TV-DL-N---SS..
H2AB.CM.03CM_510_03.NEW -TTR--- ... -E--L----ccunn- Heomoootaae N-R---K--GL-T------- R--SAA-AEE- -N- - - -R-- - -TV-DL-N------

AC.US'x.SMM142B.BD131285-RS - - I S

HIV-2/SIV Proteins
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AIS/C-AIH

signal peptide endvgp120 start

Env start
MAC.US x.239 MGCLGNOLLIAILLLSVYGIYCT .LYVTVFYGVPAWRNATIPLFCATKNRDTWGTTQCLPDNGDYSEVALNVTESFDAWNNTVTEQAIEDVWQLFETSIKPCVKLSPLCITMRCNKSETDRWGLTKSITTTASTTSTTASA .TGL
2A.IN.NNVA.NEW -TRERA- - -VV---T- TCL---KQ Q------- I---K--S----mmmimmm oo D--Q-I------ A----D------- V----N----- T------ T---VA-E-KNR--GNATT-APT--PEINET...... .5--
2A.GM.x.MCR35.AY509260 GGR v A-TCL N- D T---VA NTDARNTTTPTTASPRT........ .5--
2A.IN.95.CRIK Q- TTTAPT-TSAGSTA-P.
2A.CI.88.UC2.U38293 ..Q- TNA-AKP - AARP- -NP .
2A DE.x.BEN.M30502 -EPGR---FVV---T ACLV--S..Q- 'TPNPRTSSSTTSRPP-
2A.DE.x.PEI2.U22047 MDSR---IV----T-ACL---A..Q- -ESSN VP, ol
2A.GH.x.GH1.M30895 KPéIPgKSL C¥ S- -# /R II:V» --..Q- -T---VA-S- -STTNN¥TTTGSTTGM

-T---VA-N--ITSeT

InDZZ=Z=ZONZIN=Z=

S HH

. S-

. -T----A-K-SNIS-ESTTTSP-PGS. TLKPLI-»SDP»-KA»--PR--
2A.GW.x.MDS.74873 -T---VA-N-SRLSDSASTRNTTTNA: 1A ‘TIR:TTIAP. .. .RNTTIS-N-P--RA---.5--
2A.SN.85.ROD.M15390 -M ---..0- -T---VA-K-SST-SSTGNN-T-KS-STT--TP-D .QEQEIS-DTP-ARA-

H2B.CI.88.UC1.L.07625 -AHTS-H-F-LL--I----FLGHKKN- -T---VA----NTG-NTTTKPITTPI-TTKP..... SENLL D--P--KN-T-.P-T
H2B.CI.x. EHO.U27200 -AHVN-Y--VTL--I-I--YMGK..NF -T---V--K---.TWSSASKETTTSSASLRS - . .QTLL--D-K--QN-S-.A-I
H2B.GH.86.D205.X61240 -AYFSSR-P--L--IGIS-FV-K..Q--- -T---VA-N-S-T--NPGNASSTT - -KPT- .

H2B.JP.01.KR020.AB100245 -AHINKY-FA-L--I-I--FMGE..DF -T---V--N-SNLN-TANTT-ANNI-A SKNIS-L-GND- - -RD-
H2G.C1.92.ABT96.AF208027  -AY-------- TX-=-T--F---.. “Tee--A-ev-- T--NK----GTT-V-PA- VP--KM ....... VTAEL--S--Q-LMY--
H2U.FR.96.12034.AY 530889 “A---------L-C-NACV----,,Q-------T-cceecmmmcccccNamoommmommccmmoneclemecncAcemicmeccee Voo Siceccennne T—w*A———S—T——N ————— GTAA--T-PAMQES-K.......... VI---EP--RNNS-.S--

H2AB.C1.90.7312A.L36874  KM-GK-L-FV-S--A-A-L----., T UA-S- STTATTTRRSTIAN- -TTEPT-.... .GGPEI- - -FP-MRT---.---
H2AB.CM.03CM_510_03.NEW -AYSSSC-P-TL----IC-FTXK. . -T-XXVA-N-TTT-ATPQNT-TR. ... . . TTIIEDNDP- - SRN-
XxMAC239  eee--a- . R P
X251 -S- - -TAAPKAMSE
x251_32H .-

251

-L----P-AP-A--.

S.Xx. -S--ITTAAP-S- PVSE.

X.17EC1.AY033233 -RV.
S.x.17EFR.AY033146

X.1937.AY611495

>r> > > Pr>> >R

USx.95112.AY 588946
S.x.96016.AY607701
.X.96020.AY 611488

X.96123/AY611487
.X.96135.AY607702
.x.97009.AY 599199
US.x.97074.AY599198
x.MM142,
r88(1)§5.AY576480

LAYS76481 <ocvociiiiiioos .

USX. MM14ZB BD131285------------ CSKCLW.-I-I.. E SVETR-I-----P-WWH---.
MNEUSS2MNE oo Fr-A----- I.. Ermmmmmnnns Hemmommmoees T------ K--monoe K---ne- S----P-AIP-. KAEAIKV- - -N-P--NH--- . - - -
MNE US X RINKG27 U79412 . E -H K K------5----AP-TK-TTT. .. KEIEV---N-T-VNR---_---
SMM.SL.92.SL92B.AF334679 A----D -N K RAA- --S-P-T-SPLTA. .ASPSGEET- -D-M- -TKNN- - .S-T
SMM.US X F236 A----D -N GNAG--TTATT---.... . TPSVAENVI- -SNP--KNNS- .A--
SMM.US X H9.M80194 A----D -N TTQ-=--. ... V- -DSDP- -RSN - - .
SMM.US x. A----D -N CYPAD-TT0 7 “GASTIPTOPTTAKV. DSDP- KIN-
SMM.US x PBJA.M31325 A----D -N GTPAP-TTQ-T- -QASTTPTSPITAKV - -DSDP- -KIN-
SMM.US x PBJ A----D -N GXPAP-TTQ-T- -QASTTPTSPITAKV - - DSDP- -RSN-
SMM.US xPBJ A----D -N GTPAP-TTQ-T--QASTIPTSPITAKY. -DSDP- -KIN-
SMM.US x PGM53.AF077017 R -N -NEIP-TT--T--K..SPKAEAITAKVI- -SDP--SNN- - |
SMM.US x.SME543.U72748 A -N GRAE--TTAK---S. . TTTTTVTPKVI- -GD- - -KNNS- |A--
STM.US x.STM.M83293 . e Asse Do Nemooommmees T----Aee-e- N- - K- - -GKTV--VTP-ARA-A. ... T-PEL------- VSNN-- .-~
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MAC.US x.239

2A.IN.NNVA.NEW
2A.GM.x.MCR35.AY509260
2A.IN.95.CRIK
2A.CL88.UC2. U"GZ(Z)293

. 7. C
2A.GW.x.ALLAF082339
2A. x.MDS.7Z4873
2A.SN.85.ROD.M15390

H2G.C1.92.ABT96.AF208027  QS-S-VG-

H2B.CI.88.UC1.L.07625 - -Q-KD---

H2B.CI.x. EHO.U27200 GL D- »-ES»O-KD-- KO ----------
H2B.GH.86.D205.X61240 -

H2B.JP.01.KR020.AB100245 -F-N-VT- -T--D---AE-VQ-........

L POPrXXXmmm

H2U.FR.96.12034.AY530889 - --PLV--R--------- Q--K----- T B

H2AB.CI.90.7312A.1.36874 GE-E-VD-
H2AB.CM.03CM_510_03.NEW -N-E-VT-

AC.US.x.MAC239
.US.x.251
AC.US.x.251_32H
S.x.251
AC.US.x.17EC1.AY (033233

AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495

AC.USx.96016.AY607701
AC.US x.96020.AY61 1488

AC.US'x.96123/AY611487
AC.USX.96135.AY607702
AC.USx.97000.AY599199

5 Y5764
AC.US x. SMM14ZB BDI31285- -p

MNE.US.82.M p--
MNEDS 3027 ur0ar2 IR

M.SL.92.SL92B.AF334679
x.F236
x.H9.M80194

X PBIAM31325 CIIpoylIIIIIIIIIIIIIRI
X.PBJ -

=<
=

P

P

x.PBJ
X.PGM53.AF077017
X.SME543.U72748

S.x.STM.M83293

v LLLVLVVNVNY
CCICCICCIC:

£ EZERERE

(:‘

T

HIV-2/SIV Proteins

--K-V---SN-A.SDGRD- -

-Q-V--DKN-SSETLNKT-

V3

EOEQMISCKFNMTGLKRDKKKEYNETWYSADLVCEOGNN TGNESRCYMNHCNTSVIQESCDKHYWDAIRFRYCAPPGYALLRCNDTNYSGFMPKCSKVVVSSCTRMMETOTSTWFGFNGTRAENRTYIYWHGRDNRTIISLNKYYNLTMKCRRPGNKTVLPVTIMSGLV
SIY-K-------V-I-H-P--~
H-

AUy

SuI0IJ ATS/T-ATH



88¢

6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

V3

[ R —

MAC.US x.239 ..QP. INDRPKQAWEWFGGKWKDAIKEVKQTIVKHPRYTG .TNNTDKINLT.
2A.IN.NNVA.NEW EEEIN T- - -K R--E-MQ------ Al .--I-E--KF-.
2A.GM.x.MCR35.AY509260 . - -K-E--G-MQ---E-LA --E-KN--F-
2A.IN.95.CRIK - -K-R- KBPEN TFC

2A.CL88.UC2. U"GZ(Z)293

. 7. C
2A.GW.x.ALLAF082339
2A. x.MDS.7Z4873
2A.SN.85.ROD.M15390
H2B.CI.88.UC1.L.07625
H2B.CI.x. EHO.U27200

2B.GH.86.D205.X61240
H2B.JP.01.KR020.AB100245

H2G.C1.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

H2AB.CL90.7312A.1.36874 - - K-E-
H2AB.CM.03CM_510_03.NEW - - --R------R-N- N D-T---F- K
AC.US.x.MAC239 R.

.US.x.251
AC.US.x.251_32H
S.x.251
AC.US.x.17EC1.AY (033233

AC.US.x.17EFR.AY033146
AC.US.x.1937.AY611495

AC.USx.96016.AY607701
AC.US X.96020.AY61 1488

AC.US'x.96123.AY611487
AC.USX.96135.AY607702
AC.USx.97009.AY599199

.US. Y57
AC.US x. SMM14ZB BDI31285-

MNE.US.82.M
MNE.US. xAMNE027AU794 12

M.SL.92.SL92B.AF334679 CReeeeoeees

X.F236 B TEls-
'X.H9.M80194
X PBIAM31325
X.PBJ

=<
c

P

P

x.PBJ
X.PGM53.AF077017
X.SME543.U72748

S.x.STM.M83293

v LLLVLVVNVNY
CCCCCCC

£ EZERERE

(:‘

T

-K-ISQ---A.E-A.-=-S=-Ke-mmmmmmmmann
D-RN-TF-.K--T-5----AY--
--E-S----AY--

DONSNRWKQ -KP--Q
-N-S-SEMRDWNKNK- - -Q-----------

[T Y P R V]

485

SuI0IJ ATS/T-ATH

AUy



6007 wnipuadwo)) duanbag ATH

68€

MAC.US.

2A.GM..
2AIN
2.

H2A.GW.
H2A.GW.
H2B.CL.8:
H2B.CLx.
H2B.GH.

H2B.JP.0

MNE.US.
NE.US.
M.SL.
M.US.
M.US.

£

.US.
U
.US.
.UsS.
.US
JUS

wv, nnynunhnLnnnn
L 2E2EEEE

TM.US.

x.239

2A.IN.NNVA.NEW

X.MCR35.AY509260

.95.CRIK

7.
x 1SY.J044
M.x. MCN13. AY509259
2A.GW.86.FG.J03654
2A.GW.87 CAM2CG D00835

x.ALLAFO8;
x.MDS. Z487’§]

2A.SN.85.ROD.M15390

8.UC1.L07625
EHO.U27200

.860.D205.X61240

1.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889
H2AB.CIL. --- -V--- - - - -S D- -

H2AB.CM.03CM_510_03.NEW I ---TEG--SST. .. - - ---Q--E--

90.7312A.1L.36874
X.MAC239

S.x.251
X%Sl 32H

X.17EC1.AY033233

SX.85013.AY611490

.Xx.92050.AY 603959

82 MN]
X. MNEO27 U79412

92.SL92B.AF334679
x.F236

x H9.M80194

x.PBJA.M3|325
x.PBJ

x.PBJ
X.PGM53.AF077017
X.SME543.U72748

x.STM.M83293

gp120 endvgp41 start

VAELYRLELGDYKLVEITPIGLAPTDVKRYTTGGTSRNKRGVFVLGFLGFLATAGSAMGAASLTLTAQSRTLLAGIVQQQQQLLDVVKRQQELLRLTVWGTKNLQTRVTAIEKYLKDQAQ LNAWGCAFROVCHTI'VPW . PNASLTPKWNNETWQEWERKVDFLEENI
D- - \E/ B;-V-E-K-M-CK

DALGA KT-E-Q-
.I-DT---N-

--SE---SST.

Q- KOIRD -A--
-A

HIV-2/SIV Proteins
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06¢

6007 wnipuadwo)) duanbag ATH

MAC.US x. 239

2A.IN.NNVA.

2A.GM.x. MCR35 AY 509260
2A IN.95.CRIK

A.CL88.UC2. U38293

2A DE.x.BEN.M3050)
2A.DE.x.PEI2. U22047
2A.GH.x.GH1.M30895
2A.GM.87.D194.104542
2A.GM.x.ISY.J04498
2A.GM.x.MCN13.AY 509259
2A.GW. 86 FG.J03654
A.GW.87

S.748731
2A SN 85. ROD M15390

H2B.CI.88.UC1.L07625
H 2B CLx.EHO. U27200
H2B.GH.86.D205.X61240

H 2B JP.01.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

H2AB.CI.90.7312A.1.36874
H2AB.CM.03CM_510_03.NEW

X.MAC239
x.251
Xx.251_32H
X251
U x.17EC1.AY033233

X.81035.AY599200
x.85013.AY611490

072.AY6114
.Xx.96081.AY 597209
S.x.96093.AY611489
X.96114.AY 588945

S.X.130025. AY576480
x.r90131.AY576481

S.82.MNE
NE.US x.MNE(027.U79412
M.SL.92.SL92B.AF334679

M.US .x.F236
x H9 M480194
x PB:}A M31325

x.PBJ
X.PGM53.AF077017
S.x.SME543.U72748

.US.x.STM.M83293

U
.US.
U
.US.
.US.

.U

.U

m vy ZZ

2 222Z22%"

X SMM142B.BD131285- -

AIS/C-AIH

TALLEEAQIOOEKNMYELOKLNSWDVFGNWFDLASWIKYIQYGVYIVVGVILLRIVIYIVQMLAKLROGVRPVFSSPPSYFOOTHIOODPALPTREGKERDGGEGGGNSSWPWQIEYIHFLIROLIRLLTWLFSNCRTLLSRVYOILQPILORLSATLQRIREVLRTELT
G-I

I--HK- OEO---GET E-V-DNV-DRL-
I--HK-REQ-D
I-»HK-RGO-AN-ET»E--»SN-»DRY»

~T--V--VYL-L-V-A---V-
~T--V--VYL-L-V-A-I-I--

V--I--RK-QEX--K-EI-GES-NK--YR-

VE-IP--R-QEQ--KGEI-EGA-DS--YR-

G----IR-HK-QEQ-AN-ET-EG--ND--YR-
SG-V--I--HT-QGQ--S-ET-EG--ND-DYR

P

QR
D---TNSPTHRL-S-N-...
-»-KNSPTRRL-S»S- e

.TA--DW--LKAA
.TA--DW- -LKAA

L-DW- -LKAA
DW- - -DAA

S ORA TA--DW--LKAA

V--
V--

-DW- -PKVA
-DW--LKAA
.-DQ--LRIA
.-DW--LRTA

5--R-
5--R----A---I-V-TIA

Vo-5--R----A---I-VOIA
V---Is

VE-:

0000
bS]

SuI0IJ ATS/T-ATH

AUy



6007 wnipuadwo)) duanbag ATH

16€

Env end
=N

MAC.US x.239 YLQYGWSYFHEAVQAVWRSATETLAGAWGD . LWETLRRGGRWILAIPRRIRQGLELTLL*

2A.IN.NNVA.NEW F----CEWIQ--F--AA- TTG---»S CRS.- .
2A.GM.X. MCR35 AY509260 -F--FA-ATR .-
2A.IN.95.CR -
2A.CIL88. UC2 U38293
2A DE.x.BEN.M30502

DAGHx.GHI'M30895 ~ -----
2A.GM.87.D194.J04542  -----
%ﬁ .GM.x.ISY.J04498 = -----

. . - -INT
2A.GW.x.MDS.Z48731 F----CEWIQ--F--FA-VTR--- -
2A'SN.85.ROD.M15390 F----CEWIQ--F--AA-ATR------ CRG. -
H2B.C1.88.UC1.L07625 -----I-W-Q--I--AT-A-R----NTGRA.
H2B CLx EHO 127200 --R--I-W-Q--I--AA-A-G----5-ART.
H2B GH.86,D205.X61240 -----I-W-Q--LR-AA-ATG----5-GET.
H2B.JP01.KR020.ABI00245  ----- IGW-Q--I--AT-A-G---TNTGRA.
H2G.CL92.ABT96.AF208027  -FS--FRWLQ--CT-AT-A-Q---TST-RA. -
H2UFR 9612034 AYS30889  ------Q- -K--F--FGKA-R- - SRTGRE .-
H2AB.CL90.7312A.L36874 -----IGW-Q----- - T.- -
H2AB.CM.03CM_510_03.NEW ----- TeN-0- LRIAAATR. 1181 GET: -1 TA GAA A oL LTI A---
AC.US.x.MAC239
ACIUS X251
ACU! x251 _32H
ACUS X251

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

MNE.US. 82 MNE
MNE.US.x.MNE027.U79412
SMM.SL.92.SL92B.AF334679
SMM.US x.F236

S MUSXH9 M80194
SMM.US.x

SMM.US x PBJA.M31325
S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
S

TM.US.x.STM.M83293

DOOOOOD OO O

ZR=
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6007 wnipuadwo)) duanbag ATH

su1doid AIS/C-AIH

MAC.US x.239
2A.IN.NNVA.NEW
2A.GM.X. MCR35 AY509260
2A.IN.95.CR

2A.CL88. UC2 U38293

2A DE.x.BEN.M30502

2A.GH.x.GH1.M30895
2A.GM.87.D194.J04542
%ﬁ .GM.x.ISY.J04498

S.
2A.SN.85.ROD.M 15390

H2B.C1.88.UC1.L07625
H2B.CI.x. EHO.U27200
H2B.GH.86.D205.X61240

H2B.JP.01.KR020.AB100245

H2G.CL.92.ABT96.AF208027
H2U.FR.96.12034.AY 530889

H2AB.CI.90.7312A.1.36874
H2AB.CM.03CM_510_03.NEW -

AC.US.x.MAC239
.US.x.251

AC.US .x. %51 32H

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

AC.USx190131.AY576481

MNE.US.82.MNE
MNE.US.x.MNE027.U79412
SMM.SL.92.SL92B.AF334679
SMM.US x.F236

S MUSXH9 M80194
SMM.US.x

SMM.US x PBJA.M31325
S .US.x.PBJ

S .US.x.PBJ

SMM.US .x.PGM53.AF077017
SMM.US.x.SME543.U72748
S

TM.US.x.STM.M83293

ZRE:

ﬁNef start R17Y mutation premature stop in M30232 max HIV-1 similarity

MGGAISMRRSRPSGDLRQRLLRARGET . YGRLLGEVEDGYSQSPGGLDKGLSSLSCEGQK. . YNQGQYMNTPWRN . PAEEREKLAYRKQNMDDIDE*DDD . LVGVSVR . PKVPLRTMSYKLAIDMSHFIKEKGGLEGIYYSARRHRILDIYLEKEEGIIPDWQDYTSGPG

--ASG-KKH- - -PRG- -E- - ----AGA.C-GRCDALGGE - -RFQEESGR-Q- -P »RONHOGEYADRPWRN#PSTERPNDWYGEONKfDV S DD- --M---E--RE-I-L-----mnomnnn- N------
G--E -.C-GHCSGSGGE-L P DF . E Q V-SD M---E K -

--SGREQK
GE - - -FQEESGREQN-P
-GQWDGSAGE - L - FQE-SGR-QNLP
VQQCNASGGE - - - -QE-SG- -QK-P

-R
SR----A-T-RM-

- .C-G-WD-S-G- - - -FHE - SGREQKLP- -

--ASG-KE--- - - QG--E . C-GHCSGSGGE - L--OEESGREOR P-Y “R----ELTHR--
--ASG-KK--K-LQG- -.C-GRCN-SGG- -L--HE- SGREQN-P .-R----P-TF---
--ASG-KK----LQG- -.C-ECYNAL - GESLR QE-S-REQN- - AT.-R------T----V--
--ASG- KK--G LQG .C-GQCSGSGG- - - - - 0--SGR-OKLP

--ASG-KK- - - - - RG .C-GHWD-LGGE- -R-QE-S---QR-P

--ASG- KKH-- PRG: .C-GYWN-SGGE- -RFQE-S -REQK

N
-N
N
-N
--$-G-KKQ-KQQRG . - -K-SEGQRKQS - R- - - -RA-GGG. N -N
--5-G-KKQ-KQQPG- - E RGP .R-ESS- -RQERSL-Y- - KT oA~ ece. N -N
--5-G-KK- -ERQQG- -EK- - -VPERP. - - - -5- -RREQS-R- - - NA.RGA-GGG. . . N- -N
--5-G-KKQ-KQRRG- -E- - -QTQEGP. - - - - SE-QRGQS -R- - - SA. -GAQGGG . N -N
--$-G-KK-APQQLG- -K- - -Q- - - -P. - -K-WEGL -E- - - - YREESG- so-T--A-----X--N=-V-SD-N-,--=-P-Y, - ----- V--- -- N
---S--KKH-KR--K--E---A—---N.----W GL---FELYO sc -RF--A-GQG-SE-EF------ T TGKD--Q-KQ-----V--E-N-.- . -R-A----T- N- -N
--$-G-KKQ-KQQRG- -E- - - - -Q-GP. - - - -S-GRRGES - - - - - TA.-GA-GGG. . . .Q-DIEE. .DDE-N.E---Y--.-Q----P-T--- -F-N- -N--Y
-5-G-KK- -EQQRG- -E- - -V-ERP. - K- & CRReRSRIEERIRHIN: . .NAILGA-GGG....Q--A-ES:-D-E Y T N [T D----- [T T-F-N----VSG--N--H---

ACUS.x. SMM142B.BD131285- - - - - -P#-- fo oo -FKG- , : ARLLIIIC

<o--T-K---KSP- - -
s T-KK--KSP--------
- -IT-SKPA-KH- - -

ST KKQR-RG- N-
---¥T KKQRXAG-N-

- -ASG-KKQRKQH-E- -E- -~ -~ -~ -~ . - -K- ~EGLGE-SGP~Q-AS- - - -N-H- - -P-R. . - -E- -F-- - -K- . -

SuI0IJ ATS/T-ATH

PN



H2G.C1.92.ABT96.AF208027  ----
H2U.FR.96.12034.AY530889 T-W-

6007 wnipuadwo)) duanbag ATH

MNE.US.82.MNE

£6€

max HIV-1 similarity normal Nef end
MAC.US.x.239 IRYPKTFGWLWKLVPVNVSDEAQ. . . .EDEEHYLMHPAQTSQWDDPWGEVLAWKFDPTLAYTYEAYVRYPEEFGSKSGLSEEEVRRRL . TARGLLNMADKKETR*

2A.IN.NNVA.NEW -- «.DT-T-C--vvevem-n KF--RH--T-V-R-------D-V- ..K----PFN*RRQ-QLY
2A.GM.X. MCR35 AY509260 - H# .K---IPFS+fTGTAIF
2A.IN.95.CR . --IPFS*ETGT-IL
2A.CL88. UC2 U38293 \ IPYSE#TGT-IL
2A DE.x.BEN.M30502 \ T- IPYSE#TGT-IL

V----F-- -T- IPFS*#TGTAIF
2A.GH.x.GH1.M30895 v--- -T- --IPYS+#TGTAIL
2A.GM.87.D194.J04542 T--- -T- --IPYSE#TGT-IL
2A.GM.x.ISY.J04498 --T- --IPFS*#TGT-IL
2A --T- - - IPFS*#TGTAIF

L K-- -IPFS*#TGTAIh

2A.GW.x.MDS.748731 T----C-- :DLPQDEN“
2A.SN.§5.ROD.:M15390 V- - -MF-- -D-PQ-GE. ...
2B.C1.88.UC1.L07625 S-R--- -DIPE-ER....

2B.CI.x. EHO.U27200 V----F-- CI-MIA-PE.... -
2B.GH.86.D205.X61240 --- --E-PAATR. . .E- -
2B.JP.01.KR020.AB100245 V-- --IPE-DK.... -

= ===

H2AB.CI1.90.7312A.L36874 ----- H-- - .. - ---H-- -Q-- -- - --YQ---P-K-WKA-- .,

H2AB.CM.03CM_510_03.NEW ----- Yoooooonna- ETPT--R. -C -- - -L -FN - -K-WKAK-. .

AC.US.x.MAC239
.US.x.251

AC.US.x. %51 32H

AC.USx.T7EC1.AY033233

AC.USx.85013.AY611490
AC.US.x.92050.AY603959

AC.USx190131.AY576481
AC.USX.SMM142B .BD131285- - -L-

NE.US x. MNE027.U79412
M.SL.92.SL92B.AF334679  ----- F-- . - - -F
M.USX.F236 “MHY - B G VA - -FIK- CKeee
M US x HO.M80194 -MF-- il . _

M.US X
M.US.x.PBJA.M31325

"US.X.PBJ

"USX.PBJ

M.US x. PGM53.AF077017

M.US X SME543.U72748

TM.US.x.STM.M83293

ZRE:

HIV-2/SIV Proteins
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